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RNA-seq FHIS1 05 —AE+wY

O GenNext® Sh|n -RamDA-seq® Single Cell Stranded K|t

® = >J)Ltz)LYoE RNA (St
® Poly(A)RNA 72137 < Total RNA OOf#tfrhtalgEE
® RNAERZ/\—UTF#TH ol4E :

RML-101T 24 [0l
GenNext® Shin-RamDA-seq®
Single Cell Stranded Kit
30% Bk RML-101 96 B
(1Ekm) RMD-101T 24 [o]A
GenNext® RamDA-seq®
I Il K
>ingle Cell Kit RMD-101 96 [O1H

Shin-RamDA-seq®. RamDA-seq® (&, EIMFEHAFEAN BIEEAFROERBIZETTY .

EMEZIR 77)LFA I PCR AN ASY—=Zw IR

© THUNDERBIRD® Next Probe qPCR Mix
o R 10 WDEEY A U)UICHIG
® PCRIBEVEFT —F_CUDEE’E UP e
o JILFTLwVIXI4HE ,,ﬁm(; 55

ZQ

jHU/\ —J ilﬁ’f%

ﬂe n° — ﬁ%
wmﬁ f

¥ 110,600

¥-568;000

¥397,600

¥118;000
¥82,600
¥-398;000

¥278,600

e

THUNDERBIRD® Next QPX-101 1.67mLx3 A& ¥17E,4;0;0;
Probe gPCR Mix =D . - ;?fgg
TR euovmsaion e (B
TR coaomsamn ek A
Do %E%%I/'E[fsgf’% QPX101/FSQ301 1tzw I ;é%%ggg
TNDEEETRD. Mo QPX10L/UNGI01 12y 53 300
Nexs Probe abR Set o0 SCQ40L/QPKIOL 1Y ¥59,700
Newt Probe aPCR Set - SCQIOQPXIOL 1€V y5g'900



cDNA RHE:Z== I a>H1 R
a2 RNA H'S cDNA =& LTz BEEHRENS cDNA =& UT=L)

ReverTra Ace®qPCR RT U —X SuperPrep® 1 Cell Lysis & RT Kit for gPCR

>>J)ILE)L. #E RNA. FFPE #Z2AKHED RNA H'5
cDNA ZFRE LTz

QuantAccuracy®, RT-RamDA® cDNA Synthesis Kit

RT-RamDA® (2. EZIAFERAFEA BLEARFOESREIETY

J77)L5 A Ix PCR 513
L o>aAaaA R

DNA E7Z(E cDNAZEZEUTZ0) RNAMS 1-step TEEFEELITL)

RAESHEVDERAZEZT (C. REDRAFOEA TIIERRER RNA J-1)LADRREE -
KOHERL, U—XFTILIC! =5y MBS T ILOEERIC | SILFARHIC !

. ® DZAY <
RPERP Pe? | SERC G § P& | s e

- BT UVRIDA(SSA LT
THUNDERBIRD® =U—X

THUNDERBIRD® THUNDERBIRD®
Probe gPCR Mix SYBR® gPCR Mix

I ==y I

THUNDERBIRD® Next THUNDERBIRD® Next

SERC @re=n § P { TP Pvied

One-step qRT-PCR Kit

Probe gPCR Mix SYBR® gPCR Mix

D EnrEE D S5 (5 GC. SRISE ) (SIS D ST - SR - BH A 7RI,
D B PREER D Esls—y NOISIEHTIRE (~ 2kb) P SO

P BN TA—TR P DI R TIUTH P AUTPEERFU—A—/

AA=FR—23HhIE)
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PCR BEGAE L U2 3> H1 R

KOD One® PCR Master Mix=U—X » P10

ZD—ATHER PCR, BIEFE PCR, J)L— RYZTILH S DIEENE]EE !

[FiE]
- =& PCR
- oOQ—=>7

- OI—RB2ITINSDZT /) F9AESD

KOD -Multi & Epi-® » P11

INAHILT 7 A ML DNA NS DIENRE(CH I I !
NILFTLwIXPCR (CEMIG !

(AE]

- I\AHY)LT 77 A NLIE DNA Hh S DIiENE

ATV SIIIEEDT AN —ZRAVTIER

- 10kb FTOIRELVWEE TOFIE#YILF T L v I X PCR

KOD FX U —X » P12
I)L—RY>TF)L. EEHIOEBIBTERDDAICHIT I8 !
[FAs&) \

- O)—RY>TILhsnT )91ES D

- {REE A ST A MAEMH SO I0="— PCR

- GC U w I ESHL EDE ALY PCR

KOD -Plus- =~U—X » P12
TEREMEN Taq DK 80 48 | HO——>JABRELTHRITTH |
[FiR) \
cHO0——2

- |84 ( ~ 24kb) (KOD -Plus- Neo)
- MED > TIL S OEIERESE PCR

KOD Dash®/Blend Taq® » P13

AL — RIXEMEE PCREEFEE L TH I T8 | REDIEIEEOIEE |
(FiR]

- — 372 PCR

- )R85 PCR

. JO0=— PCR

Quick Tag® HS DyeMix > P4
(:_«',.é ORI A - RERD—HRIE PCREEFRELTHIT T |

L@ mm
& - —HR#972 PCR

- JO0Z=—PCR
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NGS SO SU—SRFY b

LS FBRERS — > O— RS TS5 U—BREFY ~
O GenNext® NGS Library Prep Kit
[LEEED-1>Tw & (1ng ~ 1ug) (SIS
KIHEEB LG A I 15 5 TET

7T —HIht 15 HTET

YEIR (C(HE) (1 7 REE R IR

(S4035Y—INRES LU DMDLER]

Eb5 )/ Ing 1icycles E B4/ /. 10ng 8cycles E 4/ /y 100ng 5cycles

M 1 2 M 1 2 M 1 2
BRI oniEmEmER i
S0] S0 pel |
TOD 4 N 7004 . 7001 .
400 | —— 400 . — 400 ——
300 { — 300 — 00| w——
200 1 ——— 200 —— 2001 —
100 | s— 100 w— 1001 —
IRE (nM) 33 4 38 28 54 54
M: 100bp DNA Ladder
1: GenNext® NGS Library Prep Kit {4

2: AHRSATSU—RARFY MEA

* 50 pL i DNA ERIFDORIGEIF TR RLUTVET,
o REER(C(E PHTY- ERERAHME-XEEFENTEDHEEA.

BB~/ /n 1ug PCR Free

M 1 2
S—

——
80 65

& e
300/0 LPK-101T 8 [OH ¥24’500
GenNextf* NGS Library v 63.000
¥210.000

LPK-101L * 7
S ¥147,000

TOYOBOD1>49—F>_R—> @ 2023511 H6H~2024F3H29H[ 3353 ]




NGS SAIJSU—EEFY b

AILEFERERS — > B—RAS1 IS U—EBFY h
O GenNext® NGS Library Quantification Kit

@ S1JSU—DGCEEPHY A XD .
Z(F (<L)

Amplification Flot

0.0002 pM

® 20pM~ 0.0002pM ETDELWLL>ZT  ©
EETIEE m 7
[ Standard DNA T&E%\gfggﬂ;ﬁ%?/\‘fﬁﬁ P B J-i'mz'a P

[SFRSFRGCEEDHY—T'Y MMIEHIFTD PCR ZIERDLLE]

ﬂ.-‘.enNe)(t‘D NGS Library Quantification IGR
Melt Curve

100 l A
o\ - i
~ — | !
g o9 coHiHHE s A
Q
.U --n.I
- —
o 80 =
O 0
a
70
&1t 27.3% 69.5% 80.3% 83.0%[GCEE]| o
Standard DNA** (596 bp) (450 bp) (294 bp) (188 bp) (HX) s

[l GenNext® NGS Library Quantification Kit < AIEAEE -
B AHSAISU—E8FY
@ B#SAISU—FE8Fy \_
* 2t Standard DNA (& 452 bp. GCE&£ :53.1% T9, N e ==}

[eFEFRY—FY bIFAXICHEITSD PCRMEDLEE]

100

[l GenNext® NGS Library Quantification Kit
W AHSAISU—ESEFY k
@ B#SAISU—FEFvY b

PCR Efficiency (%)
O
o

80

Standard DNA

&it 150 bp 300bp 400bp 600bp 800bp [H1X]
(56.6%)  (46.5%) (34.4%) (39.3%) (39.3%) (GCEE)

309 B0 e [_me e

GenNext® NGS Library
OFF Quantification Kit =D NLQ-101™ 500 [E1f3 ° ¥47, 600

* 20 pL ISR T 500 AL U CTRERICIEINET.

** KOD SYBR® gPCR Mix (Code No. QKD-201(P.9)) ' 1 tw hEENET.
20 pM, 2 pM, 0.2 pM, 0.02 pM, 0.002 pM, 0.0002 pM DIBE D Standard DNA WEFENET,

TOYOBOIA> 45—t R—> @ 20235811 H6B~2024438298[ 9] [2]




U754 /s PCR A cDNA SE+FY b

UT7)L5 [s PCR FEHHBEAAR & cDNA &Rk I (HEEHTE )
O SuperPrep® 1 Cell Lysis & RT Kit for qPCR

. RNA 0)* Ijrd\ L/tl__ll:l é d\ CDNA j&/\ﬁﬁ H @RNA&%H}H@E’I/JG_ F"C@Ct@*ﬁﬁﬁ@*ﬁ%ﬂ
o FRATHSRIN AIRAEHE
0 INMEIEROFNIAE
o

) \A )= MDD SRR

| B> tZ— I (Ct) <SuperPrep® T > |
15 FE$AD House Keeping Gene (CDUNT. Super
Prep® T %#FBU\C HUVEC( b MESEEFRAIRZHIRE )
= . MSAR LTz cDNA E1FE RNA SRR LT cDNA
persegmas ZRWTYU )L /s PCR ZEiTUL\E UTe, TOFER.
5 RNA SHfe S 77— MRV R (ICRIF72E
BANERsHENFE LI,

i

SuperPrep® I Cell Lysis &

*

40% RT Kit for gPCR 22D SO ORI ¥45’,600
S Prep® I /THUNDERBIRD® E '
OFF [=svisa St SCQA01/QPSI0L 1EY " y5g 700
® ®
gg;éeRrI;/é(?cp I/KOD SYBR SCQ401/QKD201 1 tzw k™ ¥59,'700

* 40 L ISR T 100 BIAAE U TTERICIRNE T,
QPS-101, QKD-201 (£ 20 pL RIGFR T 500 B & U TSHERICRNE T,
*1 SCQ-401 & JO—TJ#HEAY 7))L [ PCR iE QPS-101(P.8) £Dtzw MRFER T .
*2 SCQ-401 & SYBR® Green I #7714 /x PCR 383 QKD-201(P.9) £tz MRFERTY .

<HAZLEROFINNDWETR Versionl R TI>

"

SuperPrep® Cell Lysis & RT «  ¥76;000

SuperPrep®/ THUNDERBIRD® o ¥99;508
OFF Probe gPCR Set SCQ101/QPS101 1&w k™ ¥59,700

SuperPrep®/ THUNDERBIRD®
SYBR® qPCR Set

* 40 L RIGHRT 100 BIRAE UTSTERICRNE T,
QPS-101, QPS-201 (& 20 YL RIHFT 500 BIR & UCTERICRNET.
*1 SCQ-101 & JO—TJ#&HAY 7))L+ I PCR 583 QPS-101(P.8) £Ldtzw MRFER T
*2 SCQ-101 & SYBR® Green I #&HAY 77)L4 - /x PCR i3 QPS-201(P.8) &Dtzw MEFER T,

SCQ101/QPS201 1tzw k7 ¥ 5' 999'750909
14

TOYOBOI1> 49—+ >_—> @ 2023611 A6H~2024F 3 298[ 33053 ]




U754 s PCR F cDNA BHEFY b

U77)L5 /s PCR A3 cDNA SHZFw |
(») QuantAccuracy®, RT-RamDA® cDNA Synthesis Kit

e > J)Lt)LoE RNA VS0 cDNA SEEN ETHE

o @tﬂb\;ﬁ UL B F CEARTH a]EE

® IBIR(CKD/ A7 ZHVIEL)

@ ZJRRNAYIILE., A>T v hEZRs U TN EIEE

EJE—
RNA"

RT-RamDA® iz U= D cDNAIEIEAEIC KD
ME=ERNA - FFPEEZARRFEDRNAH S
cDNAGREIH BRI EE

*1~500ff2 E /=(F10pg~10ng total RNAICX &

i SIBIBEEDIRV IR B E & DI

pa

Amplification Plot

125 IEIREEDTR IR

10.0 QuantAccuracy ®,
-/

RT-RamDA®
cDNA Synthesis Kit

N
w0

ARN
ACtfE
o = N W ~A 0 o N

2.5

) CtiEL'SRERES
. N 1 ®
2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 V\@‘;\ V\Y/\ yo/\% g?"Y\/\ " Y\v <2Q\v ‘?;L\\ 2
Cycle
HeLa#iR2 R DIFERNA 10pgZzHUT. EIREEDIRLN HeLa#fiRZESRDIFRRNA 1ngZA T, BIREEDIRL)
PHRERES KUARE TONAZREL., U)LY A PIHERES KUOAKBTONAZRRL. 2IBEDA
PCRICTACTBZ=IE1E L 1= RNABGFH LUBHED/ \DRXF—E > JBLFOMEME
ZYUTILIA LPCRICTITL., CHiEZEH L. 1EIERE
B il Oyt
40% e
OFF QuantAccuracy®, RT-RamDA® RMQ-101 —¥—78—999
cDNA Synthesis Kit CFTTIL ) ¥46,800

* RT-RamDA® (Z. EZIAZEHFEEAN B EATRPOESREIETT,

TOYOBOIA> 45—t R—> @ 2023511 H68~2024438298[ 79 [4]




U794 s PCR i cDNA S+ b

B 7)1 [ PCR F cDNA B Fw
O ReverTra Ace® gPCR RT Kit

® MEALSIAFIvILT=ER i
® NDIMISHTHESTT g 320
33.0

® L VEGTFORLI(CHEE 34.0

31.56  31.90 32.40 32.76 33.03 CHEFH
100% 40% 100% 60% 40% PCRAIhZE

X: BRETEY

XX XX X

XX X
ReverTra Ace®azt s k BitFw I CitFFw k DitFw
gPCR RT Kit

TNF-aiEfnF (L7FIR) ORB(CHITDIRHEEDLLE

O ReverTra Ace® gPCR RT Master Mix

5x L Zw/X cDNA SRGHEE
BAWYAFZwvIL 2 2aER

L 7J7)L5 4 /s PCREE EDF L ES S
NI M 15 D CTHEERICT T

no-RT Control Z 77

(O> bO—-I)LEERZESH([TITAEY)

O ReverTra Ace® gPCR RT Master Mix
with gDNA Remover

® '/ /\DNA DBREN 59 THIEE
® DI N 15N THEEERIGTT T
® [RERIGEZTDEFE cDNA &Rk

RNA B> )L 5£> éﬁi cDNA =) UT7JLSF- s PCR
gDNABRERIG cDNASH
40% ReverTra Ace® qPCR RT Kit FSQ-101 200 @A ¥¥232%938
OFF II\Q/I?)\(/erTra Ace® gPCR RT I\l%te,r FSQ-201 500 EIF ° ;?28,789(?8

ReverTra Ace® gPCR RT Master . ¥40,000
Mix with gDNA Remover ¢z, FSQ-301 200 2l ¥24,000

* 10 PL RIS T 200 B E U CTERICRNE T,
U77)LFA [s PCREEEDY MRS (P.7, P.8, P.9) EZEUL\ET,

[5] TOYOBOD1>4—Fr>_—> @ 2023511 H6B~2024F 38298 [ 3524 ]



UZIWVI1LPCRYRI—ZVIRX - FY b

=30 1-step gRT-PCR Kit
© THUNDERBIRD® Probe One-step qRT-PCR Kit

FREI(ILR
- - (RNA TE—29)
® =72 RNA %Z 1-step CiuiR - C BIFFAAILR LETRIAILR
ERE(CTEE

® okl (177 RDAKIRL

® dUTPZfEM - UNGAINICK D,
F U —A—) RN EIEE
(UNG zy MRGEmMNTENET )

® EHDY—TY MaRFF TR PIRE

EROAI)LA

I>>O94I)LR

RS-JLZBE RS™-{JLRAR
[ )L RNA 0D 4 ARSI DR P L)

-8~ THUNDERBIRD® Probe One-step qRT-PCR Kit
- AftFv b - BftFwh

(Z iRt (Multiplex) &BHi#&E (Singleplex) TOfER]

TNENDY -5y hDZEIEE (Multiplex) &EI&H (Singleplex) ARz LLE DTz (C
JOv fUTWET,

IL-1B(FAM) TNF-a(Cy5) GAPDH (VIC)
40.0 40.0 40.0
30.0 '\*\,\. 30.0 i 30.0'\
8 ] @ .
20.0 20.0 20.0 ~—, + Multiplex
10.0 10.0 10.0 = Singleplex
0.0 0.0 0.0
0 1 2 3 0 1 2 3 0 1 2 3
Log10(RNA 2 ) Log10(RNA 2 ) Log10(RNA 2 )

ZERE (Multiplex) EEJRIRHE (Singleplex) TM PCR 3R EFEBFR D LLEL

GAPDH
T S L e L

Multiplex 90.2% 0.989 91.8% 0.999 89.6% 0.999
Singleplex 91.6% 0.999 92.9% 0.998 91.6% 0.999

T

0 THUNDERBIRD® Probe 250 B / 7
4&? One-step qRT-PCR Kit 227, Q=2 20uL BRIty ¥19,800
THUNDERBIRD® Probe w kL * ¥42;0060
One-step gRT-PCR/UNG Set QRZI0L/UNGLOL 1w/~ ¥ 25,200

* THUNDERBIRD® Probe One-step qRT-PCR Kit & Uracil-DNA Glycosylase(UNG), Heat-labile (P.18) (7w MESER T

TOYOBOIA> 45—t R—> @ 2023511 H6B~2024438298[ 79 (6]




UZIWNI14LPCRYRI—ZVIRX - FY b

CXERIRERNZED 77)LF A s PCR AV AY—Z VIR
© THUNDERBIRD® Next SYBR® qPCR Mix

TEESNER DA

RO E—isDiitRER

=0 TR

R 10 BOBERD A DI UHIE
SRR UTZRISROZE B
HIEFAERERT. ROXIITE
BERRAHDIZOHDEZ R

THUNDERBIRD® Next SYBR® gPCR Mix

Amplification Plot Melt Curve

00

PCRANSE:96% p—
°| 1HE8fREL:-1.000

ARNn

<HAO)LERMH> éYC"e“ |

95%C, 30sec.

95%, 3sec. / 60°C , 10sec. (40 cycles)

RO AR ERARARAT

e
THUNDERBIRD® Next
SYBR® gPCR Mix =D
LPERBIR tee
q et
40%

OFF THUNDERBIRD® Next
SYBR® gPCR/RT Set I
THUNDERBIRD® Next
SYBR® gPCR/RT Set Il
THUNDERBIRD® Next

SYBR® gPCR/UNG Set

B35 UNG RINICLD. FoU—t—

=1

INDERER
R® opch

|

]

HFHEZ55

I\—(C KA 14D L

DU 7))L IAPCRE{ER

Amplification Plot Melt Curve

PCRZpZE: — ) :
MR - ) -

c

T T T R

g
QPX-201 1.67mLx3 A" ¥¥1—§?2988
QPX201/FSQ101 1tw k™ ;é%ggg
QPX201/FSQ201 1tzw ™ ;g%ggg
QPX201/FSQ301 1tzw ™ ;é%%ggg
QPX201/UNG101 1tzw k™ ;g?z@gg

* AERIE 2x YAI—ZW IR TY, 20 L RIGHRT 500 EIFAE UTTERICIENE T,

*1 THUNDERBIRD® Next SYBR® qPCR Mix & cDNA &hksitEE ReverTra Ace® gPCR RT Kit (P.5) Dtz MNEFER T I,
*2 THUNDERBIRD® Next SYBR® gPCR Mix & cDNA &hksiEE ReverTra Ace® gPCR RT Master Mix (P.5) Dtzw MESER T,
*3 THUNDERBIRD® Next SYBR® qPCR Mix & cDNA &hksitEE ReverTra Ace® gPCR RT Master Mix with gDNA Remover (P.5)

Dty MRFEmTY,

*4 THUNDERBIRD® Next SYBR® qPCR Mix & Uracil-DNA Glycosylase(UNG), Heat-labile (P.18) dMtZw MNRFEEm C Yo

TOYOBO 1> 9—F1>_R—> @ 20234811 A6H~2024£E3A29H[ 333253 ]




UZIVIALPCRYARGI—ZVIRX - FY b

BRI )L [\ PCR FAR ZS — S W R
© THUNDERBIRD® qPCR Mix

SUVRERE (TSN~ —DER)

= VAIEREE

[EW\L > TR EIEE (302 )

S E TR (TS
THUNDERBIRD® SYBR® qPCR Mix A EtER

RS-

T —

~| BRARHRR bl =l |

: 101 917— ] s 222 s
2 Nj\ / / 3 l 7 10
el / / / / 05 #IR _L___________L____ / / / / %a%*’%?éi

0O 5 10 15 20 25 30 35 40 45 0 5 10 15 20 25 30 35 40 45
Cycles Cycles

SYBR® Green I #H3R(IC K BDRICHFREDEEL
Template : Hela #fif@ Total RNA 5ERL LTz cDNA
Target : & MB-Actin iE{=F (188 bp)

o

EEEQBFXRBIRD@) PrObsm, QPS-101 1.67mLx3E" 17’2100
g'I;'éJF'{\‘BI'iEXRBIRD@ SYB%, QPS-201 1.67mLx3 4" f{%?fgg
gg‘g@g‘%@gﬁw Probe QPS101/FSQ101 1tzw ;;%3,'78938
g';gRN/?ﬁREeIFDC@ SYBR®  ps201/FSQ101 147w " ;@?78988
THUNDERBIRD® Probe  ops1o1/rsqa01 1w k" y37.800
ggg&?{?ggﬁ%@ SYBR® QPS201/FSQ201 1ty k™ ;;3?78938
gEgF'{\'/%'%RSBeItRB@ Probe  ps101/F5Q301 1ty 7 fég%e'gg
E%QN/%%RSB;E ]][%® SR QPS201/FSQ301 1twh™ é@fﬁgg

* 20 UL RIS T 500 EIFfE U CTERAICINZET,

*1 THUNDERBIRD® gPCR Mix & cDNA &hksitEE ReverTra Ace® gPCR RT Kit (P.5) dmtzyw MNESER T,

*2 THUNDERBIRD® gPCR Mix & cDNA &R%EiEE ReverTra Ace® gPCR RT Master Mix(P.5) DtZw MNRSER CY .

*3 LHUII\iEERBIRD;_qPCR Mix & cDNA &hkaitEE ReverTra Ace® gPCR RT Master Mix with gDNA Remover (P.5) D
v 5em C

TOYOBOI1> 45—kt _—> @ 2023411 H6B~202443 298 [ 3324 ]




UZIVIALPCRYARGI—ZVIRX - FY b

R )5 A s PR FIR 29— W IR
© KOD SYBR® qPCR Mix

o ERS—Hy NOEIENTEIRE (~ 2kb) T
o I (GC UvwF. 2 ims) sy @l

o I)l— RHL TR BEBA AT

0 TSI

KOD SYBR® gPCR Mix WK (Taq 1/ )
IEVRERARARAT . Argits o ox
1 T2
e ———— A
./- _.-"'. .-'f'. e . .:."'.._' f
' wirrifoho A £ 2/
% 10 -/ x.-’ " al L 104 P o
L} / / #/ /10*opies / /" 10'copies
j st SURSNESUSSMIRY (/. { S—-
oo i 4 3 Eeﬂu..;- M EEEEEE Cyels
Eﬂﬁgﬂﬂﬁﬁﬁ@*ﬁ Melt Curve Melt Curve
§ ] s s = T '|;
K _m__ e e - P - aas m—: ] .u‘.a "
Trreall o e

-4y NEESI (GC £ : 64%, 219 bp) :

Homo sapiens telomerase RNA (TR) gene, promoter and complete sequence
F>TFL—b: R /LADNA
JS54~<— (ChIPEDimX L D5IH)

= e
QKD-201 1.67mLx3 A" ¥1' 952’2;0;0
KOD SYBR® gPCR Mix EEV=Tee
B} 1.67mLx3 7K

40% QKD-201X5 ( m5 ) ¥88,200
. ¥65;800

® N 1 /
(@] 5| 8 KOD SYBR®gPCR / RT Set  QKD201/FSQ101 1w bk ¥39,480
¥65;800
KOD SYBR® gPCR / RT Set I QKD201/FSQ201 1tw k™ ¥39,480
. ¥67/,800

® 3 3 /
KOD SYBR™gPCR / RT Set Il QKkD201/FSQ301 1twhk ¥ 40.680

* 20 UL RISHT 500 @R & L TTERICHNET.

*1  QKD-201 & cDNA &Rk b ReverTra Ace® gPCR RT Kit (P.5) dtzw MNRFEER T

*2  QKD-201 & cDNA &6k b ReverTra Ace® gPCR RT Master Mix(P.5) Mtzw MRFER T .

*3  QKD-201 & cDNA &6k I ReverTra Ace® gPCR RT Master Mix with gDNA Remover (P.5) Dt MNRFEER T,

TOYOBOI1>49—F>_—> @ 202311 H6H~20244F3H298[ Ti3353 ]




=3 PCR B3&

=R - S1FEE - =522 PCR Master Mix
© KOD One® PCR Master Mix

O KOD One® PCR Master Mix -Blue-

HRERE (FER 1sec./kb

KOD > U —X&E L AN)LDIEEH

IIL— RG> T)L (k. MBSt — b MRS ) =
BRI U THERRE B

A)2> DS EEDTSAY— - T>TL— MW
2X Y RAH—Z=w I X THRIE

[PCR z)icBfE LR ]

200

150

KOD One® PCR Master Mix 185 ®
RN 1kb U TF(E. DI 1sec. | § o0
1 ~ 10kb T(&. 5sec./kb ! o
10kb ~Tld, 10sec./kb!  * s
XeERF JLDNAZTTL—hELUT
40kb DIFIEEMR L TWET " e Ho, Sk 10kb
m 30sec./kbDitEE m KOED mgni PCR Master Mix
KOD One® PCR Master Mix -Blue-
% Applied Biosystems 9700DIi5&
(IERE4 LEER)

KOD One® PCR Master Mix
KOD One® PCR Master Mix -Blue-

KOD -Plus- /KOD -Plus- Neo
A tt&=1EHE PCR Master Mix
A ft Long PCR FEERZEE |

Taqg DNA polymerase

(.J 2.0 4.0 6.0 8.0 1.00 12.0 1:10 160
Mutation Frequency(10™®) 100,000 {8&& =D DTS —%K

7Ry NRS— it

"l

. ¥ 35,000
KMM-101 1mLx5 A& ¥21,000

(Dye-free 2xPCR Master Mix)
KOD One® PCR Master Mix ¥ 140-000
30-40% === KMM-101x5  (IMLxS )

¥98,000
OFF

* =000
(Dye-containing 2xPCR Master Mix) KMM-201 ImLx5 & ¥21.000
KOD One® PCR Master Mix -
-Blue- KMM-201x5 (ImLx5%)  ¥146;060
22D X5 ¥ 98,000

* 50 UL ISR T 200 @A E U TTEAICRNET.

TOYOBOI1>4—Fr>_R—> @ 20235811 68~ 202443 A298[ 3379 ]




=% PCR E3%&

JILFTL WX PCR - JI\A1H)LT 7 NMUIE DNA A=1EE 4 PCR B3R
O KOD -Multi & Epi-®

e IJ—/MEIE ({K/\1J7X) NGS DF> L — NER(C !
0 TS5 )LZ%<ZFL DNA h'SDIENE TEST3RT 4 BRI |

@ (/> IS EEDTSAY—IHIE XA INFRARIC |

<5588 : 1kb LLF > < K8 : 1~ 10kb>
1 2 3 45 6 7 8 9 10 MP 1 2 3 4 5 6 7 8 9 MP

<10kb
< 1kb
<4200bp

<1kb

1:DDB2 (200 bp), 2:FANCG (250 bp), 3:HBg (300 bp),4:CDH1 1:Chrome9 (1 kb), 2:MSH6 (1.8 kb), 3:BRCA2 (2.3 kb),
(400 bp), 5:chrome9 (500 bp), 6:ERCC4 (550 bp), 7:HRAS 4:WT-1 (2.5 kb), 5:FANCE (3 kb), 6:RAD51D (4 kb), 7:KRAS
(600 bp), 8:PRF1 (700 bp), 9:BRCA1 (800 bp),10:CDK4 (1,000 (5 kb), 8:BRCAL (7 kb), 9:DDB2 (10 kb), MP: Multiplex PCR
bp), MP:Multiplex PCR (1 ~ 10) (1 ~9)
F>FL—bk: ENFJLDNA 50 ng/ 50 uL &S >JL—bk: BERFJLDNA 50 ng/ 50 L &
Att Btt U HILD 7+ MLIESE]
KOD INABHILT7A J\AH)LT7A  EpiTect” Fast DNA Bisulfite Kit (QIAGEN#%t)
: : [LIEDNAFH WIEDNAF
-Multi & Epi-® % (5 L&)
P PCREZE= PCRE%SR NS
94°C, 2 min.
M12 3 4M1234M1234 98, 10 sec.
60°C, 30 sec. i| 40 cycles
1.5kb » 68%C, 30 sec./ kb
1kb » 4°C, hold

M 100bp DNA ladder

1: TGFB (917 bp, ATEHEZE™: 69.9%)
2: BRCA2 (1,134 bp, ATEEX: 63.9%)
3: APOE (1,487 bp, AT&HEX: 69.1%)
4: TGFB (1,583 bp, ATEEX: 61.8%)
*INAHILT 74 MUBEDATEEXRZRULTWVET,

"l

0.5kb »

0 < ¥35/000
@)= = KOD -Multi & Epi-®
— ; 200U x 14 ) ~¥+46;000
ezl KME-101X5 X5 ) ¥ 98,000

* 50 uL RIS T 200 @A E U TTEAICIINE T,

TOYOBOD+>49—+r>R_R—> @ 2023511 A68~202443 A 298[ 335253 ]




=E PCR &

SR - =k PCR f¥ss
O KOD FXSU—X

@ NIRZSTI)HACETIRETIL—RB>TIL

h S DN BIEE

® GCUWF. ATUwFReE, HEFIDMEIEH T

o J)L— RG> T)LAI

AE

® KOD FX Neo Tl&. &'/ /x DNA I5S&K 40kb DIBMEH E]EE

30 400/ KOD FX Neo
[~ o N —P
OFF

KOD FX

* 50 UL RIGZRT 200 B & U CSERAICINZE,
EIEHE - B30 PCR E¥5R
O KOD -Plus- >~U—X
® SUIEMEMY (Tag MY 80 18)
o MEY>FILHSDIEIEN=RRE -
o EHY—Av NEIRH(CHENE

KOD -Plus- Neo

30-40%
0] 2 KOD -Plus- Ver.2

KOD -Plus-

* 50 pL RGFR T 200 BA & L CTRERICRNET,

TOYOBOI1>49—F>_—> @ 202311 H6H~2024F3A298[ Zi3353 ]

KFX-201

KFX-201X5

KFX-101

KFX-101X5

KOD -Plus-
KOD -Plus- Neo
KOD FX

KOD FX Neo

Pfu DNA polymerase

Afflong PCREFSR [mmmsmm——
Taq DNA polymerase

KOD-401

KOD-401X5

KOD-211

KOD-211X5

KOD-201

KOD-201X5

(2ES

200U x 1&K"
(200U x 1 &)
x5

200U x 1&"

(200U x 1K)
x5

FroN° IS
( %FEBI] )

¥35;000
¥21,000
¥140,000
¥98,000

¥35;000
¥21,000

¥140;000
¥98,000

0 25 50 75
Mutation frequency

100 125 150

(100,000 IEEH D DTS —IEEH)

200U x 1A&"

(200U x 1K)
x5

200U x 1A&"

(200U x 1K)
x5

200U x 1A&"

(200U x 1K)
x5

RURRZ— Rt
Fron° —)] A

(%Rl )

¥30;000
¥18,000
¥120,000
¥84,000

¥30;000
¥18,000
¥120,000
¥84,000

¥30;000
¥ 18,000

¥120;000
¥84,000

[12]



KOD PCRO’ OV b TAVO—=>%

YEERm PCR EYID 37 K \D dA OIS

O 10x A-attachment Mix Kob Df’* polymerase
o 10 HMRIET dA HIINFET Qrvrorr-vons
o dAINUIZEMIIED T RIS — LEIETIEE  71KOD DNA polymeraselif
PCR E¥)
® KOD =>UJ—XD¥EKiw PCR EY TG .’."3 dADA
® Ligation (C(& Ligation high Ver.2 o
(Code No. LGK-201(P.15)) OfERE AL t

Tag DNA polymerase
[A-attachment MixD/RIE]

40% o FE | Codeto | am | "

0)= = | 10x A-attachment Mix TAK-301 25 [E1A fi_zggg
= TERE PCR B3
=302 PCR B#3= =148E Taq DNA polymerase
O KOD Dash® O Blend Tag®
o {HRIFH% 30sec./kb ([CERTETIHEE ® XA —RIaEHEETag ELT
AT RE

e ERHA—TvV hZEIXR(CIEE
e 10”-—4-1L7ZkPCRICEHE

o RiHY—Iv NMeEaK(CIElE
® 1O0”-—4-4LYUKPCRICERE

Code No.

KOD Dash® LDP-101 250U x1 A& "

¥15,000

40% ,

® *
@7 = Blend Taq BTQ-101 250U x1& "y 11,400

7y NR&S— i . e
Blend Taq® -Plus-"* BTQ-201 250U x1% " yv12 600

* 50 uL ISR T 200 B E U CTHERICIINZE TS

¢ Blend Taq®-Plus- (&, BERARICH Taq FAERAE TR E(CLBRY RRI— NEERIFALTED, S5ICRES
FREENEEUTVET,

18] TOYOBOD1>4—F+r>r_—> @ 2023511 H6B~202443H298[ 35243 ]




ilLF PCR 3=

Ry RS — Mist3RA D Taqg Master Mix
© Quick Taq® HS DyeMix

@ BEEADD2x TLZIwIX

0 SVVREFLTEM (HEiEREE 300, 4CHRF I HA)

® /Rv X5 —k PCR &
@ IANI\TA-TABRI

%

Code No.

®) 5 Quick Tag® HS DyeMix DTM-101 125mLx2%"  y5 880
MWHRI  Quick Tag® HS DyeMix DTM-101x10 (1.25MEX2)  y 44,000

* 50 pL ISR T 100 [EAE U CTERICINE T,

RANEV ISR

%&bg—(ﬁiﬁgﬁgi M-MLV RTase
® REE(CLD RZEFE(CEKD
O ReverTra Ace fREMT v RNase HiEHE2 AR
® M-MLV RTase &X—X(CRHFE =N IAS= o | RREEEI (R
','ﬁ'—]/}‘jj%ﬁﬁ%@%;:% +—— RTase activity —>J«— RNase H activity -

o S JUUTHERMICLD, KUAS—BRACDE |
RNaseH RX{ > AHET ST LT, HENEBRRIGHEE L

40% e
(@) 2/ 2 ReverTra Ace® TRT-101 10,000U x1% 10"2 =

¥17:000

SMIRRNZEREAFY b

Inverse PCRIEICE D < EMMFEMNZERE ATV b
© KOD -Plus- Mutagenesis Kit

o —IBHEEIM - K&K - EBAREMLLY =7 [RE] EA

ZREA (3G -

= . e {. Templat
® SU\IFHEH N ‘ N _: :_> 7 = pfargr%i%e
® HX95% OFUL\EEE AKX

T
OFF

KOD -Plus- Mutagenesis Kit  SMK-101 20 [EA ¥22 ,800
14

TOYOBOI1>49—F>_—> @ 202311 A6H~2024F3H298[ Ti3353 ]




XBREY - filRAY—hHh—BEFREFY b

BB ~
O Marker Gene Detection Kit (R REET]

- lacZz - neo

® JI/ILFTILWOIRXPCRICLD 9 BEDELF=EBEL - flp - GFP

cre - cas9

@ YIX-SYhE- -BSAtz— b - ZEMIRENSHTTIEE - hye - Res \
® R TJO> bO—)LEREPEE (IC) THERZAREL L puro - PEMREELCTrC

i
OFF

Marker Gene Detection Kit MGK-101 1tyhb ¥49,200

* 50 L ISR T 200 RIS E U CTHERICINE TS

Ba il X SR

HJoO0—-—>JBa>EF> Mol oO—-=>J@I>EF> ML
© Competent Quick DH5a @ Competent high DH5a

® 10D THEHBMNTT ® SOCEHARIESNTED. & 1807
w(— O2 EE§H- R L5 g
® -80°CT 3 » BRI I CICRRERRNTEIRE

40%

- DNA-913F 100uLx 20 ’
@) 2 2 Competent Quick DH5a HLx20 ¥17,400

______ea | CodeNo | B= | i)
AR

Competent high DH5a/ r
Quick Tag® Set DNA903F/DTM101 1wk ¥14,000

* DNA-903F (100 uLx10 7 : ¥16,000) & DTM-101 (100 [B1F : ¥9,800 (P.14)) DEAEIRE Y NS T
ENES A5 —S 3 A
© Ligation high O Ligation high Ver.2
o 1BRIATDSAH—3a>itE o -20CTERELRNIE | ‘\l

DA TDSAHT—> 3> IR ocrrcommons
® TAUO—_>IJ%ENAT7vT

® SXME(CSAT—>3> Ak

Code No.

0 L ¥20,000
40 /O Ligation high LGK-101 375uLx2E" v 12 000
/4

OFF

igation hi LGK-201 750pLx 1A g
Ligation high Ver.2 bl ¥13,200

* 1EIDEASEZ 15uL EURBE 50 BAE LT, 7.5uL £ UEIHE 100 @A E U TTERICIBNET.
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ERIMERA DS+ TERR = 7HO—RS) VBESKE < —H—
O DNA Ladder Markers © DNA Size Markers

® DNAREDHENES 8}’;/;5%

e HAEE/R/\> R /L5006 10
< ~1,0000p 10
#_—900bp 10
~——800bp 10

700bp 10

—
:\x— 600bp 10

\—SOObp 30
\_400bp 10

300bp 10

200bp 15

— 100bp 25

<BRBIRTAT>

"’
¥14,000
100bp DNA Ladder DNA-035 100 [@AH x1 &K ¥7,000
40"50% MHind T digest DNA-010 120ugx1 & e
OFF ¥5,400
: ¥9,000
®X174/Hae I digest DNA-012 15ugx1 A ¥5 400
MHind T digest-®©X174/ : ¥1/,000
Hae I digest DNA-017  25u9x1%  ¥10,200

<Ready-to-use( %= AD ) 517>

Code No.

T DRA Ladder DNA-135  100ERI*1% v 000

40 500 P P PO
OFF 'a?gagpg Quick® A/HindII DNA-110 40ugx2 & ﬁ?ﬁgﬁ
é?f;Z?l-%%iCILf@digest DNA-112 20gxL 2 ¥ 10,,800

TOYOBO 1> 49—Fv>_R—> @ 2023611 A6H~202443A298[ 35253 ]




SRR RGeS

T 25> IO ~ - ELISA Bl it B e
O Can Get Signal ® |

o FE - RN MEL P 7
o ZDEA., MADEEHST Z ENTJ4E <_
® FEEIZTH. HIUENEHIUR CIEFATIAE

o REHSFELOIOVFLIRELBREAEDEEARE

. -0

IFRFERIL

1: 2

2: 2°
327
4: 2°

' EEEE

Code No.

Can Get Signal® ¥30;000

Immunoreaction Enhancer NKB-101 & 250mLx1 & v18 600
Solution w2zl !

Can Get Signal® Solution 1° NKB-201 250mLx1A& 10 '200
4

_ o _ . ) R

Can Get Signal® Solution 2° NKB-301 250mLx1 & ¥10,200

Can Get Signal ®/PVDF Wk $41;700

Blocking Reagent Set MDA | T s ¥ 28,000

* Solution 1 & 2 (&, ZNEN 1 KK E 2 RFURICHIELTULET,
** NKB-101 & PVDF Blocking Reagent for Can Get Signal® (Code No. NYPBRO1, 500mL x 17 : ¥13,500) ~Dtzw NRGERTI .

SRR (IHC) PSRBT E
© Can Get Signal ® immunostain

IHC DREE - 15N [ £
Z< DIFE. ARDEZKST LN ElEE
R - AT

JXS D1 OB - RIS (CHITS L O e OGS s
ABC SEIRU T — > T Lw Rk & DA FIATAE

2 i

a0

Can Get Signal ® ) ¥12,000

40% immunostain Starter Set™  NKB-401 1= B 3 ¥7,200
Can Get Signal® _ ¥30,000

OFF immunostain Solution A’ ANEE 20 25 ¥ 18,000
Can Get Signal® —eoob
immunostain Solution B©  NKB-601 20mLx1#&  y18 000

* Solution A & B (&, ZNTNEBTERAVWVEELESTICR>TEDEI, 1 RFfAA. 2 RARICZENTNAWIS
LTWLWBDITTIEHEDFERBADTTAFEL IS,

** Solution A & B (FRBERICOIEEFRAMNERDF T, RYICTEALZIZ<KBRIC Starter Set(Code No. NKB-401) Z
BWTZSEWER< ZEZHEDHNZULTHEDET,

TOYOBOD1>49—F>_R—> @ 2023511 A6H~2024F3H29H[ 33053 ]




RNase [HER

fRHAR & MRREEEER RO L 77—t > eEES—

© RNase Inhibitor Recombinant

® RNase A. B. C%Z[HE
® fHIX bt MRAREHSE RNase Inhibitor TEHIXRE S EE

Amplification Plot

0 - U937 #HAR 2,500cell (CHk4 72E3RD RNase
~ Inhibitor 40U ZRPNL. ProK CTHllfgZzafz L&
Ulce BTDSAtz— 2584 cDNA Z5&HR% U,
cDNA £%Z qPCR THIELUE Uz,
Red: Human placenta(TOYOBO)
Blue: Pig liver (A %t)
Green: Murine(B %t )
Purple: No Inhibitor

I

1

01

C
4
001

0.0001

OFF

Fv U—A—/\—xiRAE=

SIN-201 2,500U x1 A& 7

RNase Inhibitor Recombinant ¥5,000
- 2,500U x1 A 7

SIN-201X5  ( e ) ¥¥49439920,000

B (Heat-labile) UNG

© Uracil-DNA Glycosylase(UNG), Heat-labile

® PCRDFvJ)—A—) 31K - A EDBLLE (B
® ENVEEMDIZsh. RT-PCR (CHAEATIRE

PCR Z Xt g DFR(C dUTP Z=T dNTPs ULV TATL). RD PCR Z1TSHIIC
ARMCTUEZE TSI ETFVY ) —A—)\-O2H=ZFR—23>(CLD

BSHEOFREZHIET D ENTEFT,

=
=

® U ZEL PCR EYIDRNEER

gl e Pt

F>IL—h PCREEY) . 8

Z (N At
UNG, fiZk b e /S (UNG 43872 L)

F /' 10° copy
i

PCR (dUTP)

=

9

L

4 (UNG 22350)

1

PCREY) "

I
OFF

Uracil-DNA Glycosylase ) 7
(UNG), Heat-labile UNG-101  200Ux1%  v46 000

* U)LIA LA PCREEEDEY MEFEREZIZNET,
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Cezy  FHEROY > I EZABLTEDFET.
RO (FEARIBETT(IUATATHERIIZ S0,

INAATOS T NEEED (KIR) I\AATOI U NERE (RR)
TEL 06-6348-3786 FAX 06-6348-3833 TEL 03-6887-8819 FAX 03-6887-8951

e-mail (KPR - BRR$LiE) order_lifescience@toyobo.jp URL https://lifescience.toyobo.co.jp/
B TIR—IAR=HSEH T ZBRTEET,
< —RDIRFRY A b >

BFEh B TILEES FRER

TOYOBO wiF#htkSt

—1£f&E - MR (CRE I DHEULEDTE —

NAATOF T REZEE (KR)
T530-0001 AfrMitXBH—THI13&F 15
KIRiEHEY 1> 5T—X - HIX

TEL 06-6348-3786 FAX 06-6348-3833
(E-mail) order_lifescience@toyobo.jp

toyoboATLX N4 AT OF O BNEES (ER)

T104-8345 RREAPRXFE-TH 17F 105
EREERBEIL

TEL 03-6887-8819 FAX 03-6887-8951
(E-mail) order_lifescience@toyobo.jp

- HmOAF - HFi(CEAITDHBNEDE -

Toyobo O Z—HILS1>
TEL 06-6348-3888 FAX 06-6348-3833

i (9:00 ~12:00 13:00 ~ 17:00 [ =8#%H. AKBZBR< ])
E Pgnla (E-mail) tech_osaka@toyobo.jp
; BRi¥%h Toyobo Web Site

[https://lifescience.toyobo.co.jp/]
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